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OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



June 21, 2006, 17:11:24 ; Search time 5453 Seconds 

(without alignments) 
10976.487 Million cell updates/sec 

US-10-825-378-30 
936 

1 tcgcccctaaccgagaacca cgtggaacgacctggagctc 936 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



12732272 



Database 



GenEmbl : * 
1 : gb__env : * 
2 : gb_pat : * 
3 : gb_ph : * 
4 : gbjpl : * 
5 : gb_pr : * 
6 : gb_ro : * 
7: gb_sts:* 
8 : gb_sy : * 
9 : gb__un : * 
10: gb_vi:* 
11: gb_ov:* 
12: gb_htg:* 
13: gb_in:* 
14: gb_om:* 
15: gb_ba:* 
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OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



June 21, 2006, 17:09:23 ; Search time 641 Seconds 

(without alignments) 
10181.006 Million cell updates/sec 

US-10-825-378-30 
936 

1 tcgcccctaaccgagaacca cgtggaacgacctggagctc 93 6 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 



10489840 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : N_Geneseq_8 : * 

1 : geneseqnl980s : * 

2 : geneseqnl990s : * 

3 : geneseqn2000s : * 

4 : geneseqn2001as : * 

5 : geneseqn2001bs : * 

6 : geneseqn2002as : * 

7 : geneseqn2 002bs : * 

8 : geneseqn2003as : * 

9 : geneseqn2 003bs : * 

10 : geneseqn2003cs : * 

11 : geneseqn2003ds : * 

12 : geneseqn2004as : * 

13 : geneseqn20 04bs : * 

14 : geneseqn2005s : * 

15 : geneseqn2006s : * 
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OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



June 21, 2006, 17:44:30 ; Search time 198 Seconds 

(without alignments) 
8845.242 Million cell updates/sec 

US-10-825-378-30 
936 

1 tcgcccctaaccgagaacca cgtggaacgacctggagctc 936 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2807332 



Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB . seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB . seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB.seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB.seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB . seq : * 

6 : /EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB . seq : * 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_COMB . seq : * 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB . seq : * 

9: /EMC_CelerrajSIDS3/ptodata/2/ina/RE_COMB. seq: * 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq: * 
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OM nucleic 



- nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



June 21, 2006, 18:16:09 ; Search time 1471 Seconds 

(without alignments) 
7818.645 Million cell updates/sec 

US-10-825-378-30 
936 

1 tcgcccctaaccgagaacca cgtggaacgacctggagctc 936 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



37784340 



Database 



Published_Applications_NA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB . seq: * 

2 : /EMC__Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB . seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBC0MB. seq: 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: 

9 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: 

10 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB.seq 

11 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB . seq 

12 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB . seq 

13 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB . seq 

14 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB . seq 

15 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB . seq 

16 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB . seq 
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OM nucleic - nucleic search, using sw model 

Run on: June 21, 2006, 18:21:56 ; Search time 40 Seconds 

(without alignments) 
5609.561 Million cell updates/sec 

Title: US-10-82 5-378-30 

Perfect score: 936 

Sequence: 1 tcgcccctaaccgagaacca cgtggaacgacctggagctc 936 

Scoring table: I DENT I T Y_NTJC 

Gapop 10.0 , Gapext 1.0 

Searched: 296510 seqs, 119862409 residues 

Total number of hits satisfying chosen parameters: 593020 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Published_Applicat ions_NA_New : * 

1 : /EMCJTelerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB . seq : * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06_NEW_PUB.seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB . seq : * 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB.seq:* 

5 : /EMC_CelerraJSIDS3/ptodata/l/pubpna/PCT_NEW_PUB . seq : * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB . seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB . seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60_NEW_PUB. seq: * 
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OM nucleic 
Run on: 



nucleic search, using sw model 



June 21, 2006, 17:22:09 



Search time 4473 Seconds 
(without alignments) 
11701.430 Million cell updates/ 



Title: 

Perfect score: 
Sequence : 

Scoring table : 



Searched: 



US-10-825-378-30 
936 

1 tcgcccctaaccgagaacca cgtggaacgacctggagctc 936 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



96473596 



Database 



EST:* 

1: gb_estl:* 

2: gb_est3:* 

3: gb_est4:* 

4 : gb_est5 : * 

5 : gb_est6 : * 

6 : gb_htc : * 

7 : gb_est2 : * 

8 : gb_est7 : * 

9: gb_est8:* 

10: gb_est9:* 

11: gb_gssl:* 

12: gb_gss2:* 

13: gb_gss3:* 

14: gb_gss4:* 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



June 23, 2006, 08:18:29 ; Search time 200 Seconds 

(without alignments) 



